Introduction
On the basis of host-pathogen interaction, Japanese strains of Xanthomonas oryzae (Uyeda et Ishiyama) Dowson, have been classified into three groups, I, II and III, while rice varieties have been classified into four groups, Kinmaze, Kogyoku, Rantai Emas, and Wase Aikoku1,2,4).
Yamamoto et al. 13 ) recently tested many rice varieties for resistance to Indonesian isolates and found two new bacterial groups.
One was virulent to all the known varietal groups and named group IV.
The other was virulent to Kinmaze group and some varieties of Wase Aikoku group, but avirulent to Kogyoku group, Rantai Emas group and the remainder of Wase Aikoku group, and named group V. Consequently, Yamamoto et al. 13 ) divided Wase Aikoku group into two groups, Wase Aikoku and Java groups on the basis of the difference in the reaction to bacterial group V.
In Kyushu district of Japan also, isolates belonging to bacterial groups IV and V were reported by Sato et al.9, 10) . Table 1 shows the differential interaction between the varietal groups and the bacterial groups.
From genetic analysis of the resistance of Kogyoku group varieties to bacterial group I and Rantai Emas group varieties to bacterial groups I and II, Sakaguchi8) On the other hand, the resistance of Kogyoku and Java group varieties to bacterial group V has not been studied genetically.
The present experiment was designed to make clear the inheritance of the resistance of Kogyoku and Java 14 to bacterial group V of X. oryzae.
Materials and Methods
For gene analysis, four representative varieties of four varietal groups, Kinmaze, Kogyoku, vase Aikoku 3 and Java 14, were crossed with each other by five cross combinations in 1975 and 1976.
In 1977, F2 plants were tested for their resistance to representative isolates of three bacterial pathotypes (I, III and V). The isolates of Xanthomonas oryzae used for the experiment were T7174 (group I), T7133 (group III) and Xo-7306 (group V). Xo-7306*, which was used by Yamamoto et al.13), were kindly furnished by Dr. Ezuka. These isolates were used for the experiment after they were proved to have the typical pathogenicity of bacterial group I, III and V.
They were cultured on potato semi-synthetic agar medium for two or three days at 25C, suspended in distilled water into a concentration of about 108 cells/ml, and used for inoculation.
The F2 plants were transplanted individually to experimental plot after they were grown in upland nursery bed for 45 days.
Fertilizers were applied according to the ordinary standard.
At the time of full heading, tillers of each plant were divided into three groups by binding them with different-colored vynil ties, and flag leaves of these three groups were inoculated at their middle portion by double needle prick method with different bacterial isolates of three pathotypes, I, III and V respectively.
Inoculation was practiced five times from August 20 to September 8. Three weeks after inoculation, reaction of each plant to each bacterial isolate was examined and evaluated as R (resistant) or S (susceptible) according to the degree of lesion development.
Reaction patterns to three bacterial pathotypes were designated as RRR, RRS, etc., where three combined capitals stood for the reactions to bacterial groups I, III and V respectively from left to right.
Results of F2 analysis of the resistances of five rice hybrids to three pathotypes of Xanthomonas oryzae were summarized in Table 2 . Literature cited
